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ATTENDEE ACQUISITION

Hosting your own event means you have full
control over the entire event experience,

including the branding, promotions, content, EVENT MARKEHNG SERV|CE

and guest list.

DEMACH

@® @® @ EventsforInnovation

You focus on content and programming, let
us worry about the attendee list. Our team
and technology deliver  targeted,
personalized event invitation message to
your target prospects via most effective
marketing channels. Our unique approach
allows us to guarantee 100% of our leads to
be fresh, up to date, and matching your
lideal attendee profile, we will find the
prospects and build a campaign that drjves
them to action.

THE EVENT
1O YOUR GOAL

HOST YOUR EXCLUSIVE EVENT WITH US

PRODUCT DEMONSTRATION | SEMINAR | WORKSHOP/TUTORIAL | PRODUCT TRAINING

TECH DAY | USER CONFERENCE | BUSINESS/CHANNEL PARTNER EVENT

Want to learn more or request a pricing quote?
Please contact us at guestevent@demach-events.de and our service team will get in touch.
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E-C-Forum Berlin 21-22.11.2023
Conference Schedule

Tuesday, November 21, 2023

Day1

Wednesday, November 22, 2023

Day2
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TIME TOPIC PRESENTER COUNTRY
10:00 Opening Remarks
10:10 A gene expression signature for identifying higher risk patients with MASARYK UNIVERSITY CZECH REPUBLIC
early stage colon cancer
10:30 Data assimilation for GBM human brain tumours modeling TEXAS A7M UNIVERSITY AT QATAR QATAR
10:55 Coffee Break
Prospects of testing diurnal profiles of expressions of TSH-R and
. . . . I . FED RES CTR FUNDAMENTAL &
11:25 circadian clock genes in thyrocytes for identification of preoperative GERMANY
. . . TRANSLAT MED
biomarkers for thyroid carcinoma
) 3R technology platform for development of epigenetic-based blood OTTO-VON-GUERICKE UNIVERSITY
11:50 . . GERMANY
diagnostics for cancer stem cells MAGDEBURG
12:15 Lunch Time
13:30 HAX1 is an independent risk factor for luminal breast cancer MARIA SKLODOWSKA-CURIE NATIONAL POLAND
’ metastasis RESEARCH INSTITUTE OF ONCOLOGY
EXPERIMENTAL AND CLINICAL
Restrict cancer metastasis - save patient life: translating MACC1 RESEARCH..CENTER’ CHARITE
13:55 . . - L UNIVERSITATSMEDIZIN BERLIN AND GERMANY
gene discovery into clinical application .
MAX-DELBRUCK-CENTER FOR
MOLECULAR MEDICINE
The diagnostic potential of microRNAs in pancreatic ductal
14:20 ) UNIVERSITY OF WESTMINSTER UNITED KINGDOM
adenocarcinoma (PDAC)
14:45 Coffee Break
Comparative analysis of validation standards for early cancer DUKSUNG WOMEN'S UNIVERSITY
15:15 ) ) ) SOUTH KOREA
detection biomarkers: a cross-national study COLLEGE OF PHARMACY
15:35 Early lung cancer detection using small RNAs HUMMINGBIRD DIAGNOSTICS GMBH GERMANY
16:00 Networking
17:30 End
TIME TOPIC PRESENTER COUNTRY
9:30 Opening Remarks
. Novel Siglec-15-Sialoglycan axis inhibitor leads to colorectal cancer
9:40 . . . UNIVERSITY OF HERTFORDSHIRE UNITED KINGDOM
cell death targeting oncogenic multiple pathways
Fluorescent plasmonic nanoprobes for detecting cancer biomarker
10:00 T STRATHCLYDE UNIVERSITY UNITED KINGDOM
RNA in liquid biopsies
10:20 Coffee Break
. New carbonyl compound leads to glioblastoma cell death through
10:50 inhibition of miR-21 and CORO1C UNIVERSITY OF HERTFORDSHIRE UNITED KINGDOM
) A highly sensitive nanotechnology-based test for the early detection .
11:10 . . . FUNDACION RIOJA SALUD SPAIN
of pancreatic cancer and other epithelial tumors
11:30 Lunch Time
Co-located Guest TECH DAY:
13:00 Explore tumor heterogeneity and biomarkers with single-cell SINGLERON BIOTECHNOLOGIES GMBH | GERMANY
multi-omics
Co-located Guest TECH DAY:
14:30 Ultra-sensitive SiMoA (Single Molecule Arrays) Technology for QUANTERIX UNITED STATES
Extracellular Vesicles Detection and EV-derived Biomarker Profiling
16:00 End

/Be aware that the start and end times for each session are tentative. /This schedule is subject to change without prior notice. Check back for updates on www.
e-c-forum.de. (Lasted updated: 13.11.2023)




Workshop

13:30 - 15:00 pm, Wednesday, 22nd November

Exploring tumor heterogeneity and
biomarkers with single-cell multi-omics

« From a sample to publication-ready data: an easy and fast workflow
« Advantages and applications of Singleron’'s SCOPE-chip technology

» Hands-on demonstration of microfluidic chip loading with live imaging
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Tissue Single state cell Cell Lysis & RT & Amplification & Sequencing Bioinformatics
Barcoding Library Construction

Analysis

Aparna Sekar Dr. Miguel Mihambres
Single Cell Specialist Application Scientist
Singleron Biotechnologies Singleron Biotechnologies

Meet the experts!




Host: Lindsey Marsh, Ph.D.
Quanterix Senior Field Application Scientist i

TECH DAY

Wednesday 22" November

Single Molecule Ultrasensitive Assays for
Extracellular vesicle (EV) and EV-derived biomarker
detection

14:00 - 14:40 - “Simoa® Technology for ultrasensitive biomarker
detection”

e Simoa bead technology and product overview

e Key example oncology assays and their clinical application

14:40 -15:00 - EV assay development live poll

15:00-15:30 - “Simoa® Homebrew applied to custom assay
development for EV research”

e Homebrew implementation/custom development on Simoa beads

e Discover how to elevate your EV research with Simoa technology

15:30 - 15:45 - Open Q&A

www.quanterix.com | 900 Middlesex Turnpike, Building One | Billerica, MA 01821 USA



Title : Comparative Analysis of Validation Standards for Early Cancer Detection Biomarkers: A Cross-

National Study

Abstract : This cross-national study investigates and contrasts validation standards for early cancer
detection biomarkers during regulatory approvals across the United States, Europe, Japan, and South
Korea. Analyzing criteria set by regulatory bodies in each country, the research delves into healthcare
infrastructure, regulatory benchmarks, and technological evaluations. The study sheds light on
disparities in validation standards. Thorough analysis of regulatory guidelines and case studies
informs the examination of early cancer detection biomarker validation processes. The study aims
to enhance understanding of cross-national differences and promote international cooperation,

contributing to the advancement of early cancer detection globally.

Keywords: Early cancer detection; Biomarkers; Validation standards; Regulatory approvals; Cross-

national study
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Hummingbird is reading the body’s
response to disease merging the analysis
of disease and immune system derived
small RNAs from whole blood
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A gene expression signature for identifying higher risk
patients with early stage colon cancer

E. Budinska', O. Slaby?, B. Bencsikova®, V. Popovici'

1. Masaryk University, Fac. of Science - RECETOX, 625 00 Brno, Czech Republic
2. Masaryk University, Fac. of Medicine & CEITEC, 625 00 Brno, Czech Republic
3. Masaryk Memorial Cancer Institute, 656 53 Brno, Czech Republic

Introduction

An estimated 80-85% of stage II colorectal cancer (CRC) patients will be cancer-free at five
years after surgery, without adjuvant chemotherapy. The benefit of adjuvant chemotherapy is
unclear, with an estimated 2% reduction of 5-year relapse likelihood. Among the stage I1
patients and in the absence of other risk factors, patients harboring stage II pT3NO tumors
are considered low risk and not given adjuvant chemotherapy. However, about 10% of these
patients relapse within five years. The question we address here is the discovery of molecular
markers that would identify these higher risk patients in a homogeneous population of
untreated pT3NO microsatellite-stable CRC patients, proposing an approach for predicting
those that may be candidats for an adjuvant treatment.

Material and Methods

Two cohorts of patients with stage II pT3NO microsatellite-stable CRC were used (one in-
house cohort and a subset of publicly available dataset E-MTAB-863 (ArrayExpress)), with
sample size of 39 and 150, respectively. “Early relapse” was defined as relapse within 5 years
after tumor resection, while “late relapse” was defined as no relapse for at least 6 years.
Differential gene expression followed by gene set enrichment analysis were used for
identifying the main differences between the groups at gene and pathway levels. Elastic net
regression was used for building predictive models using single sample pathway activation
scores as features and performance was estimated using 5-fold cross-validation.

Results and Discussions

The strongest differences at pathway levels between the two groups were found in epithelial-
to-mesenchymal transition, TNF-alpha signalling, interferon alpha and gamma response,
andhypoxia response. In addition, early relapsing tumors were enriched in myofibroblastic
cancer-(ECM-myCAF and wound-myCAF). The predictive model achieved an estimated
accuracy of 76.9% (95% CI: 60.3-88.3) and 71.33% (95% CI: 63.3-78.3) on the two datasets. The
patients relapsing within 5 years were identified with a precision of 80% (95% CI: 55.7-93.4)
and 73.2% (95% CI1:.59.5-83.8), respectively.

Conclusion

Several major pathways are differentially activated between patients relapsing within 5 years
and those with no relapse for at least 6 years. Interestingly, the presence of specific fibroblasts
seem also to be indicative of shorter time to relapse. A classifier built on pathway activation
scores was able to predict relapse with good sensitivity in untreated pT3NO patients, selecting
those that may benefit from adjuvant therapy.



3R technology platform for development of epigenetic-based blood diagnostics

for cancer stem cells

Ahmed Y. Sanin'4, Wenjie Shil, Thomas Wartmann!, Erol Sandalcioglu?, Can Dincer3, Roland S.

Cronert4, UIf D Kahlert14

! Molecular and Experimental Surgery, Faculty of Medicine and University Hospital Magdeburg, Department of
General, Visceral, Vascular and Transplant Surgery, Otto-von-Guericke University, Magdeburg, Germany

2 Department of Neurosurgery, University Hospital Magdeburg, Otto-von-Guericke University, Magdeburg,
Germany

% Disposable Microsystems, Department of Microsystems Engineering (IMTEK), University of Freiburg, Freiburg
i.Br. Germany

* Research Campus STIMULATE, Otto-von-Guericke University, Magdeburg, Germany

Liquid biopsy-based nucleic acid diagnostics (LD) revolutionizes clinical diagnostics. However,
oncological LD development primarily relies on clinical samples, offering limited correlative data.
Functional precision oncology, through disease modeling (DM), bridges the clinic-experiment divide,

enabling mechanistic insights. It addresses discriminating tumor therapy resistances and inflammation

?

effects, beyond clinical perfusion imaging's scope.
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Guided by science policy and socio-ethical considerations (3R principles) and focusing on low 5-year
survival rate tumors, we employ NGS, as we assess RNA content in cancer stem cells (CSC) and their
disease model environments (DME). Utilizing diverse computational tools and machine learning, we
identify valuable CSC-RNA sheddome candidates on our DM (spheroids vs. xenografts in immune-
deficient mice) and derived DMEs (cell supernatant vs. blood plasma, post-exposure to clinical cancer
treatments). Their potential lies in coherent epigenomic signals shared between in vitro and animal
models. This advances therapy optimization insight, questioning the necessity of further animal

perfusion studies in early-stage LD development.



Fluorescent plasmonic nanoprobes for detecting cancer biomarker RNA in liquid biopsies

Zinuo Li', Natakorn Sapermsap', Gillian Craig', David Day-Uei Li?, J. Yu?, D.J.S. Birch' and Yu Chen'"
'Photophysics Group, Centre for Molecular Nanometrology, Department of Physics, Scottish Universities
Physics Alliance, University of Strathclyde, 107 Rottenrow, Glasgow G4 ONG, United Kingdom
*Department of Biomedical Engineering, University of Strathclyde, G4 ORE Glasgow, U.K.
3Strathclyde Institute of Pharmacy and Biomedical Sciences, University of Strathclyde, Glasgow G4 ORE,

Scotland, UK

RNA imaging and detection have become increasingly important for identifying disease biomarkers and
developing new diagnostic tools. In this study, we present a new approach for RNA imaging and detection
using bespoke fluorescent nanoprobes. This nanoprobes are composed of plasmonic nanoparticles
functionalised with fluorophore-labelled thiolated single-stranded hairpin DNA designed to target cancer
biomarker RNA.'? The fluorescence intensity and lifetime of the nanoprobes was found dependent on the
hybridisation of nanoprobes with target RNA, as assessed by steady-state and time-resolved fluorescence
spectroscopy.®* Utilizing lifetime imaging microscopy, fast fluorescence lifetime analysis methods were
employed to generate spatial maps of target RNA within cells, enabling the differentiation of cancer cell
exhibiting elevated levels of target RNA from control cells. Nanoprobe’s ability to detect target RNA in cell-
derived exosomes was also evaluated, and they were shown to differentiate cancer exosomes from health
control. Furthermore, we demonstrated the nanoprobes’ effectiveness in detecting intracellular RNA at single
cell level in both cell models and clinical samples using flow cytometry. Our results underscore a substantial
potential of these bespoke fluorescent nanoprobes for rapid detecting cancer biomarker RNAs in liquid
biopsies.
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Figure A fluorescence plasmonic nanoprobe functions through energy transfer and fluorescence lifetime
analysis of nanoprobes in cell.

Acknowledgments: This work was supported by grants from BBSRC, EPSRC and MRC.
References: [1] Zhang Y. et al., Faraday Discussion. 2015, 178, 383. [2] Mbalaha Z.S. et al., ACS Omega.
2019, 4(9) 13740. [3] Wei G. et al., J. Biomed. Opt. 2016, 21, 097001. [4] Wei G. et al., Optics Letters, 2015,

40, 5738.

“Corresponding author: E-mail: y.chen@strath.ac.uk




Novel Siglec-15-Sialoglycan axis inhibitor leads to colorectal cancer cell death targeting

oncogenic multiple pathways

Ahmad M.S!, Braoudaki M!, Patel H', Ahmad I?, Shagufta 2, Siddiqui S.S!

!School of Life and Medical Sciences, University of Hertfordshire, United Kingdom

2Department of Biotechnology, School of Arts and Sciences, American University of Ras Al

Khaimah, Ras Al Khaimah, United Arab Emirates (UAE).

Small molecule inhibitors targeting Siglec-15 are not explored alongside characterised
regulatory mechanisms involving microRNAs in CRC progression. Therefore, a small
molecule inhibitor to target Siglec-15 was elucidated in vitro and microRNA-mediated
inhibitor effects were investigated. We demonstrated that the SHG-8 molecule exerted
significant cytotoxicity on cell viability, migration, and colony formation, with an ICso value
of 20uM. Notably, miR-6715b-3p was the most upregulated miRNA via high-throughput
sequencing, which was validated via RT-qPCR. Additionally, molecular docking studies
revealed SHG-8 interactions with the Siglec-15 binding pocket with the binding affinity of -
5.4 kcal/mol, highlighting its role as a small molecule inhibitor. Importantly, Siglec-15 and
PD-L1 are expressed on mutually exclusive cancer cell populations, suggesting the potential

for combination therapies with PD-L1 antagonists.

Keywords:

Siglec-15, sialic acid, f-amino ketone, RNA-sequencing, colorectal cancer



The Diagnostic Potential of microRNAs in Pancreatic Ductal
Adenocarcinoma (PDAC)

Pinar Uysal-Onganer, PhD
Cancer Mechanisms and Biomarkers Research Group, University of
Westminster, London, UK

Pancreatic ductal adenocarcinoma (PDAC) is an aggressive malignant
disease of the pancreas, with a global annual death toll of over 400,000
individuals, and an overall five-year survival rate of ~10%. Early detection is
particularly difficult due to the lack of disease-specific symptoms and reliable
diagnostic biomarkers. Recently, microRNAs (miRNAs) have emerged as
important players in tumourigenesis in different cancers including PDAC.
miRNAs, short non coding RNAs, regulate gene expression at a post-
transcriptional level, affecting protein levels and, as such, form an integral part
of many biological processes. We and the others have demonstrated that
miRNAs as novel sensitive biomarkers because of their significant correlation
with disease development and metastasis of PDAC. We have identified a
panel of miRNAs that can be used for early detection for PDAC based on our
in silico, in vitro and in vivo studies. These miRNAs play pivotal roles in a
multitude of cancer-related mechanisms, encompassing cell growth,
differentiation, metastasis, invasion, and apoptosis. Based on our data, we
propose that strategies targeting miRNAs should be explored to develop
improved therapies for PDAC.
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Modulight’s fully vertically integrated capabilities
allow us to manufacture inhouse lasers between
UV and 2000+ nm.

e INVITRO&INVIVO ¢ DRUG DISCOVERY e
e GENETICS e PRE-CLINICALSTUDIES e



https://modulight.com/news/
https://modulight.com/

¢ Pre Analyti

A QIAGEN / BD Company

Better samples
More toeZplore

Who we are
PreAnalytiX, a joint venture between BD and QIAGEN, develops, manufactures and sells integrated
and standardized systems for sample collection, stabilization and purification of high-quality RNA,
microRNA and DNA from human blood, bone marrow, or tissue specimens.

Blood RNA stabilization

RNA / miRNA purification kits

PAXgene® Blood RNA Tube (IVD)* | 762165

The first blood collection tube for in vitro diagnostic RNA
testing. Provides stabilization of RNA from whole blood
upon collection that results in repeatable and reproducible
RNA yield and quality.

16 x 100 mm, 2.5 ml

Blood ccfDNA stabilization

PAXgene Blood RNA Kit (IVD)** | 762174
PAXgene 96 Blood RNA Kit (RUO) | 762331
QIAsymphony® PAXgene Blood RNA Kit (RUO) | 762635

PAXgene Blood miRNA Kit (RUO) | 763134

ccfDNA purification kits

PAXgene Blood ccfDNA Tube (CE-IVD)** | 768165

For the collection of whole blood samples and stabilization
of circulating cell-free DNA (ccfDNA) from plasma and gDNA
from the nucleated cellular fraction.

— “g‘%ﬁ (‘a

16 x 100 mm, 10 ml

QIAsymphony PAXgene Blood ccfDNA Kit (CE-IVD)** | 768566

Blood DNA stabilization

Saliva DNA stabilization

- PAXgene Blood DNA Tube (IVD)* | 761165
Can be used with QIAGEN DSP automated and
manual DNA purification methods.

'
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13 x 75 mm, 2.5 ml

PAXgene Blood DNA Tube (RUO) | 761115

For the collection of whole blood for genomic
DNA isolation in research use applications,

to be used in conjunction with PAXgene
Blood DNA Kit (RUO).

“

g
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16 x 100 mm, 8.5 ml U

PAXgene Saliva Collector (MIBA) | 769040

For non-invasive collection, transport, and storage of
human saliva for DNA (and SARS-CoV-2 derived RNA)
extraction and analyses.

Blood DNA (RUO)

Tissue (RUO)

PAXgene Blood DNA Kit (RUO) | 761133
To be used in conjunction with the PAXgene Blood DNA Tube (RUO)

Bone Marrow (RUQO)

PAXgene Bone Marrow RNA Tube (RUO) | 764114

PAXgene Bone Marrow RNA Kit (RUO) | 764133

PAXgene Tissue FIX Container (RUO) | 765312

PAXgene Tissue STABILIZER Concentrate (RUO) | 765512
PAXgene Tissue RNA/miRNA Kit (RUO) | 766134
PAXgene Tissue DNA Kit (RUO) | 767134

* CE-marked IVD medical device under Directive 98/79/EC on in vitro diagnostic medical
devices (IVDD)

** CE-marked IVD medical device under Regulation (EU) 2017/746 on in vitro diagnostic medical
devices (IVDR)



Quanterix

Industry leader in ultra-sensitive biomarker detection assays

and services for oncology research

Phone: +1.617.301.9400 Email: sales@quanterix.com

Simoa® Technology

Measure biomarkers at lower levels than ever
before.

From discovery to

diagnostics, Quanterix’ ultrasensitive biomarker
detection is fueling breakthroughs made only
possible through its unparalleled sensitivity and
flexibility. The Single Molecule Array (Simoa®)
technology has set the gold standard for earlier
and ultrasensitive biomarker detection in blood,
serum or plasma, with the ability to quantify proteins
that are far lower than conventional methods.

Our industry-leading precision instruments, digital
immunoassay technology and CLIA-certified
Accelerator Lab have supported research that
advances disease understanding, treatment and
management in neurology, oncology, immunology,
cardiology, and infectious disease.

Fueling cancer research with ultra-sensitivity.

Quanterix has developed an ultra-sensitive Single
Molecule Array platform capable of measuring
individual proteins at concentrations several log-
fold lower than conventional immunoassays. Simoa
technology enables the detection and quantification
of biomarkers previously difficult or impossible to
measure, opening new applications to address
significant unmet needs in life science research and
cancer biomarker detection. Simoa assays have the
potential to be used to identify early-stage cancers,
assess therapeutic outcome, and monitor minimal
residual disease and potential cancer recurrence.
Finally, Simoa technology and platforms have been
designed with flexibility in mind to enable the
discovery and validation of novel cancer-relevant
biomarkers. Furthermore, ultra-sensitive custom
assays have been successfully developed on Simoa
for applications ranging from detection of tumor
derived extracellular vesicles, studying the PK/PD
of anti-tumorigenic drugs, and predicting treatment
response and survival outcome.

www.quanterix.com | 900 Middlesex Turnpike, Building One | Billerica, MA 01821 USA

©2023 Quanterix Corporation Simoa®, SP-X™, SR-X™, and HD-X™ are registered trademarks of Quanterix Corporation. For research use only. Not for use in diagnostic procedures




Singleren

From single cell multi-omics to precision.medicine

~—

Benefit From Our Streamlined Single Cell Workflow

 For high throughput single cell _

_—
‘j
transcriptomics . ,
« Full workflow including tissue . i

preservation and dissociation \/
« Manual or automated workflow for

standardization and scalability Matrix NEQ®

Cover A Multitude Of Research Areas

GEXSEOPE ® Kits
/ « Transcriptome profiling (cells, nuclei)

« Transcriptome + V(D)J sequences

PythoN Junior™

FocuSCOPE® Kits
« Transcriptome + target sequences
(Mutations, gene fusions, viral sequences)

DynaSCOPE © Kits
« Transcriptome with temporal resolution (in
vitro or in vivo)

« Full service, from tissue to bioinformatics
analysis
« Profit from our experience:

+ 660 tissue types successfully processed
+ 320,000,000 single cells sequenced
+ 2,300 customer projects served

Singleron Biotechnologies GmbH Website: www.singleron.bio
Gottfried-Hagen-Strasse 60 = Phone: +49 (0) 221 16824777

51105 Cologne, Germany Email: info@singleron.bio
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